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前言(Background): Although several genetic variations have been reported to be associated with gastric cancer susceptibility, contradictory results were observed among different ethnic groups. We aimed to elucidate the impact of genes in the immunoregulatory pathways, the antigen recognition pathways, gastric acid secretion pathways, fucosyltransferase 2 genes, and other reported genes on the susceptibility of gastric cancer. 

材料及方法(Materials and Methods): This was a case control genetic association study using candidate gene approach method. Genotyping was performed in 69 single nucleotide polymorphisms among 23 genes in 853 patients with gastric adenocarcinoma and in 1514 controls. The variations of these genes in Chinese populations were searched from the HapMap Library and were genotyped using the SEQUENOM MassARRAY® System in the National Genotyping Center of Taiwan. Odds ratio (OR) and 95% confidence intervals (CI) were computed from logistic models and adjusted for age, sex, and H. pylori infection.
結果(Results): We newly found that subjects with GG alleles at rs11536889 of TLR4 gene was associated with increased risk of gastric adenocarcinoma (OR 1.502, 95% CI 1.218 to 1.853, p=0.008). Carriage of C alleles at rs281377 of FUT2 were associated with reduced risk of gastric adenocarcinoma (OR 0.616, 95% CI 0.489 to 0.777, p<0.001). We also validated previous studies that polymorphisms at rs2294008 of PSCA (OR 1.472, 95% CI 1.195 to 1.813, p<0.001), rs4072037 of MUC1 (OR 0.301, 95% CI 0.159 to 0.571, p<0.001), and rs4073 of IL-8 (OR 1.401, 95% CI 1.079 to 1.819, p=0.011) were associated with susceptibility of gastric cancer in Chinese population. However, polymorphisms in IL-1B, IL-1A, IL4, IL-6, IL-8, IL-12, IL-17, IL-18, IL-22, IL-23, TNF-A, TLR2, TLR5, pepsinogen C, CA2, ATP4A and ATP4B were not associated with gastric cancer risks. 
結論(Conclusion): Genetic variations in TLR4, FUT2, PSCA, and MUC1 were associated with gastric cancer susceptibility and might be used to identify individuals at risk for gastric cancer.
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